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Human LAMC2 qPCR Primer Pair
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QH17393S Human LAMC2 qPCR Primer Pair 200X
FEamiE T
» Human LAMC2 qPCR Primer Pair, EIALAMC2 qPCR5I#7%f, T2 THTSYBR GreenfJqPCR. One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERTH. SidqPCREIE, FRAFIIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & B PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING W&, qPCRE
FAPRR 7T 5 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2RI A2, I B IDNALS & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /= ; MitRETi%(Probe method), WMHE#HR A TagManiRErE, MERDEEH
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHER, METRIFEERIE, R4
f, V8RR, S _RETERL LRI, qPCREGEREE; RRF5IN—MBEREESMNE T (Span exon junctions), &G 1%
HRNHADNA (gDNA)WY#[3,4]; RRZRFINEIWr=RIEEEE, JUFEE TITE AR/NINER; 51N TMEL60°C, KZ4L
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plfBAKIARK2.5uM each, BRI, 1%20ulsl25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name laminin subunit gamma 2
Gene Symbol LAMC2
Synonyms B2T; CSF; EBR2; BM600; EBR2A; JEB3A; JEB3B; LAMB2T; LAMNB2
Organism Human
Gene ID 3918
UniProt ID Q13753

Main Accession No. NM_005562

NM_005562, NM_018891, NM_018891.1, NM_018891.2, NM_005562.1, NM_005562.2,
BC112286, BC113378, BC143653, NM_018891.3

Map Location 1g25.3

Other Accession No.

Pathway -
Laminins, a family of extracellular matrix glycoproteins, are the major noncollagenous
constituent of basement membranes. They have been implicated in a wide variety of
biological processes including cell adhesion, differentiation, migration, signaling,
neurite outgrowth and metastasis. Laminins, composed of 3 non identical chains:
laminin alpha, beta and gamma (formerly A, B1, and B2, respectively), have a cruciform
structure consisting of 3 short arms, each formed by a different chain, and a long arm
composed of all 3 chains. Each laminin chain is a multidomain protein encoded by a
distinct gene. Several isoforms of each chain have been described. Different alpha, beta
Gene Summary and gamma chain isomers combine to give rise to different heterotrimeric laminin
isoforms which are designated by Arabic numerals in the order of their discovery, i.e.
alphalbetalgammal heterotrimer is laminin 1. The biological functions of the different
chains and trimer molecules are largely unknown, but some of the chains have been
shown to differ with respect to their tissue distribution, presumably reflecting diverse
functions in vivo. This gene encodes the gamma chain isoform laminin, gamma 2. The
gamma 2 chain, formerly thought to be a truncated version of beta chain (B2t), is highly
homologous to the gamma 1 chain; however, it lacks domain VI, and domains V, IV and
11T are shorter. It is expressed in several fetal tissues but differently from gamma 1, and




is specifically localized to epithelial cells in skin, lung and kidney. The gamma 2 chain
together with alpha 3 and beta 3 chains constitute laminin 5 (earlier known as kalinin),
which is an integral part of the anchoring filaments that connect epithelial cells to the
underlying basement membrane. The epithelium-specific expression of the gamma 2
chain implied its role as an epithelium attachment molecule, and mutations in this
gene have been associated with junctional epidermolysis bullosa, a skin disease
characterized by blisters due to disruption of the epidermal-dermal junction. Two
transcript variants resulting from alternative splicing of the 3 terminal exon, and
encoding different isoforms of gamma 2 chain, have been described. The two variants
are differentially expressed in embryonic tissues, however, the biological significance
of the two forms is not known. Transcript variants utilizing alternative polyA_signal
have also been noted in literature. [provided by RefSeq, Aug 2011]

Amplicon Information

Amplicon Length (bp) | 129
NCBI mRNA ID NM_005562.3
NCBI Protein ID NP_005553.2
Ensembl Transcript ID | ENST00000264144.5
Ensembl Gene ID ENSG00000058085.15
Ensembl mRNA ID LAMC2-201
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-20°CHR17. BWEREHITIES 2%, #%RE IR,

FEEI

> PCRY MR E AT RE S AR R L SRS fA A 2 A8 i A P 2= 5=

> BARRYG Y R AR G, B BOE T RRIIZR (Melt curve) 734 DABEY 1 SV R Stk anR A — Mafgh
2R (Ot Bz IR IR R EEDNAF I TmfE), WHIRA —F s —r=8); RERhZ BN, Zlgsizigils, mJRe2s5Y)
CRASARR R, FAERLRADNATGR, WSS R, B E A SR A (No template control, NTC),

BITR2 7 R 2 Fh L S BRABE AR BAS D
HUAERE S PED I

> FHRINARREEY 855,

MR RN 7y, HAERESFLAMITCRARON BRI R ZRA 22 5%, RTHIBTR S 7 1ES 1) R IR s e

P59 PCR Mix,

> AFERT LA RBIRENIH, MR TIRRISEEGGTY, MR T 8BRS, MR EEEEN.
> NTIERZENERE, EFLRIRHFR—RETFERE.

ERAE:
1. PCRIZMAZRMLLE:

a. FFEA T, 3000-8000 X gL 143580, DARTFF &IN5 YR8, BB MA400ulBaiKk, SEEiFEFEERSIER, &
JE BLHLPE B L LY, JF &5 ERRITIRS), B15400ul 2.5uM eachfPrimer Mix, 47K {# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. FlfEFF RS PCRIK M AT FA KR, SYBR Green qPCR MixTH 522l HIRES G B Tkin Lk &M, A
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fi{54%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (B§i54%)) (D7509).

c. 3ETFRIAEFRVKIA LIBREPCRRMKER, PL6fLIkFIBeyoFast™ SYBR Green qPCR Mix (2X) i,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
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d.

e.

HL: BEIIYINZIREH0.2-0.5uM each AT3RTS REFIVASIURCR, WATiRIBIEHAE0.1-1.0uM each i FE AR (104
7i3ica

H2: JFEHEDNAKMRIKEDPAL-10ng cDNAKAZSE &R, FARYAMIERSSHERNENEREEORE, maELE, Ak
WM A B O AR TR FE R R, DA B ERIBR B, RT-PCRR M2 cDNABERBENBRET, HARMBAEET
PCRZ IS AAFN10%,

3 96FLIRIIHEE R MR ZR H200], AT DURIESERRSZR TR R, & LbBy Reigs/ MM A R,

4 AUV E AR KBRS R,

AR ZERITIR SIS E M VortexiRs), Eim LR, HRERRETER, H#EHFHBeyoFuge™E AT LA ES O
(EEX, 2500rpm) (E6758) A THEE L,

K BFIPCRR M E B PCRR MR E THOEERPCRIY I, FHiAEREPCRR M,

2. PCRRPIFEF:
fEReal-time PCR& M AT THARMITIAN:, BHILENISC 2580, B2 GCHMRIE YIEK K HZE5-108, AfEFZN
ABI QuantStudio™ 6 Flexi& Y€ &PCR{CHH:

oo o

f.

e s

PAEME: 95°C 24381

P 95°C 158);

1B /HEM: 60°C 15-30%;

HEPEbD B, HIL40ME,

Fafih £ s34 (RT3E) . 95°C 158D, 60°C 158, 95°C 15%;

PO EE BPCRIR BERIAR AT 2 R

PAE2EBINHE MQPCRIRN RS, (MES%, KRRV A EBR, SIMENEEARMSR, TRERR. 519, B

BRI E B ML 26, FHARUE ELBOR S N M A B BIRIINIEQPCR, WERRA =4 1%qPCR, HFEAEIRK/ENf
JE—272°C 30%), BEEEESED, cEIANX —SEIL40MEIARTAT,
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QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QHO00005 Human B2M gPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS gqPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000¢X
QHO00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGK1 gPCR Primer Pair 200/1000X
QH00049 Human PPIA qPCR Primer Pair 200/1000X
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000X
QH00073 Human TFRC gPCR Primer Pair 200/1000¢X
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
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QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000/X

¥: #EFEMRHGAPDH, RPLPO. ACTB. TUBBFIB2MfEANZ, HUBX=FTLEM ALK, ol AZAHEHHPRT1E
RNA18SSIERNNS, NIEFHENERIEE, LIRS [tynr 244 H [5-6],
2. /NEAZ5 X

] R (2ES
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QMO00014 Mouse Gapdh gPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000/X
QM00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000¢X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000X
QM00054 Mouse Thp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢X
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QM00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

1 #EFMEAHGapdh. Rplp0. Actb, TubbMB2mfENANZ, (HIMFX=FTLIEW R LR R, ATAZEE A Hprtls{Rnl8s

TERNZ, AIREFHESZRRRCR, LRGPy R [5-6],
3. EFHDNA (gDNA)5 ¥4 (F T gDNATS Getaiil) :
k] T A HR (2ES
QHO00101 Human HGDC Primer Pair 200/1000¢%
QMO00098 Mouse MGDC Primer Pair 200/1000¢%

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR MixM4E#1:

7 S P2 AR (25
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji54%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
7507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+%) 100/500%K
FASAO011-1pc BeyoGold™H R IE IR 14/4R
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FSF002 JOEE B PCRAEMRIK(ABIZ) %) 20f /%

FSF035-100pcs BeyoGold™ ¥ & PCR A B AR (£ 5URY) 100} /623%
FSF039-20pcs BeyoGold™ ¥ e & PCR A AR AR (B, 3k 157 %5) 207 /6%
FSF039-100pcs BeyoGold™ e s PCRATEIAE (B, BE19345) 1007 /E1%E
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, “F-35, EHH) 1254/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258/, 108/48

FTUB333 Pt E EmPCRAIOFLIR (ABIFZE) 205 /B3

FTUB384 W E mPCRAI3844LMR (ABI43245) 200 /B4
FTUB335-1box BeyoGold™Ze e & PCRAI6FLIR(0.2ml, TotEid, BEHH) 100Y/&
FTUB335-5bxs BeyoGold™# K E & PCRAII6FLAR(0.2ml, ot 1#EHA) 101N /8, S&E /46
FTUB337-1box BeyoGold™Z )& S PCRAIO6FLAR (0.2ml, 4R34, iEHH) 107N/&

( )

FTUB337-5bxs BeyoGold™# & EPCRAIO6FLAR (0.2ml, 4R34, BEHA 10N/&, 5E/FE
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